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Isoelectric focusing, morph-specific proteins of disty- 
lous Turnera spp., 669 


Likelihood ratio test, microsatellite evolution, one-step 
mutation vs. multistep mutation model, 711 
Linkage disequilibrium, 1197 
Linkage mapping, robustness of single-gene models, 
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Locus effect, nucleotide substitution rates among chlo- 
roplast loci, 393 


Magnesium, magnesium-sensitive “‘Chameleon’’ mutants 
in Paramecium tetraurelia, 871 
Maize 
Acinduced homologous recombination, 1143 
insertion of P Instability Factor (PIF) at r locus, 681 
meiotic recombination, genetic variability in, 1101 
Major histocompatibility complex (MHC), evolutionary 
dynamics at Mhc class II DR genes of mice, 655 
MAP kinase (mitogen-activated protein kinase), Dsorl 
activities in Drosophila and yeast MAP kinase cas- 
cades, 263 
Mapping 
antimorphic behavior of Clock mutation (mouse), 
1049 
linkage mapping, robustness of single-gene models, 
417 
QTL 
flowering time QTLs in Brassica rapa, B. napus, and 
Arabidopsis thaliana, 1123 
genetics of mating system divergence between Mi- 
mulus guitatus and M. platycalyx, 1115 
mapping linked QTL using Bayesian linkage analy- 
sis and Markov chain Monte Carlo algorithms, 
735 
melanotic encapsulation of foreign bodies in 
Anopheles gambiae, 965 


Markov chain Monte Carlo algorithms, mapping linked 
QTL, 735 
Mating, default mating in Saccharomyces cerevisiae, 39 
Mating type 
Bf 1 mat locus in Schizophyllum commune, 541 
Chlamydomonas reinhardtii, mid (minus dominance) 
gene in, 859 
directionality of switching, Schizosaccharomyces pombe, 
1221 
Megaplasmids, PHB degradation loci, Rhizobium (Sinor- 
hizobium) meliloti, 1211 
Meiosis 
crossing over and segregation in yeast, 69 
palindrome-induced meiotic recombination in Sac- 
charomyces cerevisiae, 835 
recombination and meiosis in Saccharomyces cerevisiae, 
481 
Schizosaccharomyces pombe, recl6 regulation, 57 
Meiotic drive, polymorphism for ¥-linked suppressors 
of sex-ratio in Drosophila mediopunctata, 891 
Microsatellites 
evolution, likelihood approach to microsatellite pop- 
ulation samples, one-step mutation vs. multistep 
mutation model, 711 
instability, in yeast, 769 
microsatellite polymorphism in Drosophila melanogas- 
ter, 309 
microsatellite variation in taurine and zebu cattle, 
1071 
polymorphisms in Arabidopsis thaliana, 1441 
stabilization by variant repeats in Saccharomyces cerevis- 
iae, 491 
temporal variation, in Bulinus truncatus, 973 
Microtubules, stability, in Saccharomyces cerevisiae, 
CIN1,2,4 microtubule-stabilizing pathway, 849 
Mimulus spp., genetics of mating system divergence be- 
tween Mimulus guttaius and M. platycalyx, QTL 
mapping, 1115 
Mismatch repair (MMR), in Schizosaccharomyces pombe, 
pmsI gene and, 1275 
Models/ modeling 
evolution of bacterial transformation, 27 
gene conversion in DNA sequences, 89 
likelihood approach to microsatellite population 
samples, one-step mutation vs. multistep muta- 
tion model, 711 
linkage mapping, robustness of single-gene models, 
417 
population genetics model of marker-assisted selec- 
tion, 1173 
QTL effects estimation in large complex pedigrees, 
409 
recombination and gene flux in inversion heterokary- 
otypes, 695 
structure coalescent model, time scales in the coales- 
cent, 1501 
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Molecular genetics, distylous Turnera spp., morph-spe- 
cific proteins, 669 
Mouse 
antimorphic behavior of Clock mutation, 1049 
developmental trajectories, restricted index selec- 
tion, 629 
evolutionary dynamics of Mhe class II DR genes, 655 
genotype selection to rapidly breed congenic strains, 
1061 
interactions of mg, md, Mclr, and A mutations, 1407 
placental dysplasia in X"O mice, 1399 
Y chromosome vs. mitochondrial DNA coalescence, 
1019 
Mus spp., placental dysplasia in X"O mice, 1399 
Mus musculus, Y chromosome vs. mitochondrial DNA 
coalescence, 1019 


Mutants/ mutagenesis 
antimorphic behavior of Clock mutation (mouse), 
1049 
Arabidopsis thaliana X-ray-hypersensitive (xrs) mu- 
tants, 401 


COM1/SAE2, 797 
recombination in yeast, 781 

constitutive mutations of Saccharomyces cerevisiae MAL- 
activator genes, 1287 

cys-9, Neurospora crassa, 101 

Dsorl activities in Drosophila and yeast MAP kinase 
cascades, 265 

gene conversion and TKI mutations in TK6 human 
lymphoblastoid cell line, 1429 

germ-line effects of mutator mu2 in Drosophila melano- 
gaster, 1381 

hyperdeletion in E. coli replication mutants, 457 

interactions of mg, md, Mclr, and A in mice, 1407 

magnesium-sensitive “‘Chameleon’’ mutants in Parame- 
cium tetraurelia, 871 

mutations affecting cell adhesion in Drosophila melano- 
gaster, 275 

mutS, proofreading and human cancer (Perspectives), 
443 

ord mutants in Drosophila, 1319 

phytoalexin-deficient (pad) mutants, resistance in Ar- 
abidopsispathogen interactions, 381 

point mutations, homeotic structure-function rela- 
tionships for proboscipedia in Drosophila spp., 939 

repeat-induced point mutation (RIP), cytosine meth- 
ylation and gene silencing in Neurospora crassa, 
509 

rga, gibberellin response mutant in Arabidopsos thali- 
ana, 1087 

spontaneous mutations at r locus of maize, 681 

temperature-sensitive clock mutant (period-6) in Neu- 
rospora crassa, 525 

temperature-sensitive mutation in Caenorhabditis eleg- 
ans let-60 ras, 553 


Neurospora crassa 
allelic specificity at het-c locus, 1299 
circadian conidiation rhythm, cys-9 mutation and, 101 
cytosine methylation and gene silencing in, 509 
glucose transport and conidiation, rco-3 in, 499 
sexual differentiation, rhamnogalacturonase and, 
531 
temperature-sensitive clock mutant (period-6), 525 
Neutrality, test of neutrality based on interlocus genetic 
associations, 1197 


Oogenesis, Drosophila melanogaster, mu2 effects on chro- 
mosomal structure during, 1381 

Organismal morphogenesis, Caenorhabditis elegans, mup- 
4 in, 165 


Palindromic sequences, meiotic recombination in Sac- 
charomyces cerevisiae, 835 
Paramecium tetraurelia, magnesium-sensitive ‘‘Chame- 
leon”’ mutants, 871 
Parasitism, Heterodera glycines, genetic analysis, 1311 
Particle bombardment, transformation in Tetrahymena 
thermophila, 135 
Pelement, effects of Pelement insertion on yellow gene 
expression in Drosophila, 583 
Perspectives 
chromosome changes in cell differentiation, 1 
mutS, proofreading and cancer, 443 
recombination and population structure in Esche- 
richia coli, 745 
value of basic research: discovery of Thermus aquaticus 
and other extreme thermophiles, 1207 
Pheromones, B61 mat locus in Schizophyllum commune, 
541 
Phylogeography 
microsatellite variation in taurine and zebu cattle, 
1071 
white oaks phylogeography in Europe, 1475 
Y chromosome vs. mitochondrial DNA coalescence 
(mouse), 1019 
Phytoalexins, camalexin, in Arabidopsispathogen inter- 
actions, 381 
P Instability Factor (PIF), insertion at r locus of maize, 
681 
Placental dysplasia, in X"O mice, 1399 
Plasmids 
bacteriophage P22 transduction of low-copy number 
plasmids, 447 
circular DNA plasmid of Alternaria alternata, 111 
Plasticity, phenotypic plasticity in response to tempera- 
ture in a latidudinal cline for development time 
and body size in Drosophila melanogaster, 881 
Poly-3-hydroxybutyrate (PHB), degradation pathway, 
Rhizobium (Sinorhizobium) meliloti, 1211 
Polymorphism 
ancestral polymorphism of Mhc class Il DR genes of 
mice, 655 
chloroplast DNA of white oaks in Europe, 1475 
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microsatellite polymorphism in Drosophila melanogas- 
ter, 309 
microsatellite polymorphisms in Arabidopsis thaliana, 
1441 
polymorphism for ¥-linked suppressors of sex-ratio in 
Drosophila mediopunctata, 891 
protected inversion polymorphism, 717 
selection and frequency distributions of “‘silent”’ 
polymorphisms in Drosophikla, 295 
Population differentiation, genetic differentiation 
across four classes of gene marker in Pinus flexilis 
James, 1153 
Population genetics 
coalescent theory for partial selfing population, 1489 
effective metapopulation size, 427. See also Effective 
population size 
fixation, segregation, and linkage of allozyme loci in 
inbred oyster families, 321 
fixation probability in populations of changing size, 
723 
microsatellite variability in Bulinus truncatus, 973 
microsatellite variation in taurine and zebu cattle, 
1071 
population genetics model of marker-assisted selec- 
tion, 1173 
recombination and population structure in Esche- 
richia coli (Perspectives), 745 
Position-effect variegation, in Drosophila melanogaster, 
RNA helicase and, 951 
Proofreading, mutS, proofreading and human cancer 
(Perspectives), 443 
Protected inversion polymorphism, 717 
Protein kinase, mitogen-activated. See MAP 
Pulsed-field gel electrophoresis, ectopic recombination 
in haploid yeast, 79 


Quantitative trait loci 

bristle number QTL (smooth) in Drosophila melanogas- 
ter, 607 

flowering time, in Brassica rapa, B. napus, and Arabi- 
dopsis thaliana, 1123 

genetics of mating system divergence between Mimu- 
lus guttatus and M. platycalyx, 1115 

mapping, encapsulation locus in Anopheles gambiae, 
965 

mapping linked QTL using Bayesian linkage analysis 
and Markov chain Monte Carlo algorithms, 735 


QTL effects estimation in large complex pedigrees, 
409 


ras 
Caenorhabditis elegans activated mutation, 553 
Ras signaling and homeotic control of segmental dif- 
ferentiation in Drosophila, 619 
Rattus norvegicus, L1 element recombination, 641 
Reactivity levels, DNA repair and, in Drosophila melano- 
gaster female germ line, 1333 
Recombination 


ectopic recombination in haploid yeast, 79 
heterologous inserts at double-strand break, shift 


from two-progeny mode to one-progeny mode, 
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homologous 
Acinduced homologous recombination in maize, 
1143 
pathways in Salmonella typhimurium, 751 
LI element, Rattus norvegicus, 641 
meiotic 
in maize, genetic variability, 1101 
palindrome-induced, in Saccharomyces cerevisiae, 835 
Schizosaccharomyces pombe, recl4 gene, 1253 
in yeast, REC103 and, 1265 
recombination and gene flux in inversion hetero- 
karyotypes, 695 
recombination and meiosis in Saccharomyces cerevisiae, 
481 
recombination and population structure in Esche- 
richia coli (Perspectives) , 745 
replication-dependent recombination in human fi- 
broblasts, 1417 
Saccharomyces cerevisiae, 481 
COM1/SAE2 gene, 781 
palindrome-induced, 835 
Relative ratio test, nucleotide substitution rates among 
chloroplast loci, 393 
Repeat-induced point mutation (RIP), cytosine methyl- 
ation and gene silencing in Neurospora crassa, 509 
Restricted index selection, developmental trajectories 
in mice, 629 
Retroposons, short interspersed repetitive elements 
(SINEs) 
horizontal transfer (?) in salmonids, 355 
interspecific and intraspecific variation of insertion 
of Smal in genomes of chum and pink salmon, 
369 
Retrotransposons, Ll] element recombination, Rattus 
norvegicus, 641 
Reverse genetic analysis, mutations in X-linked genes, 
245 
Rhamnogalacturonase, sexual development in Neuros- 
pora crassa, 531 
Rhizobium (Sinorhizobium) meliloti, PHB degradation loci, 
1211 
RNA helicase, position-effect variegation in Drosophila 
melanogaster, 951 


Saccharomyces cerevisiae 
CIN1,2,4 microtubule-stabilizing pathway, 849 
COM1/SAE2 gene, 797 

meiotic double-strand break-induced recombina- 

tion, 781 

default mating in, 39 
MAL-activator genes, constitutive mutations, 1287 
MAP kinase cascades, Dsor! activities, 263 
microsatellite stabilization by variant repeats, 491 
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palindrome-induced meiotic recombination, 835 
recombination and meiosis in, 481 
SAE genes, 781, 797, 817 
Salmonella typhimurium, homologous recombination 
pathways, 751 
Salmonid species, short interspersed repetitive ele- 
ments (SINEs) 
homology between Smal and Smal-cor families, 355 
interspecific and intraspecific variation of insertion of 
Smal in genouies of chum and pink salmon, 369 
Schizophyllum commune, B61 mat locus, 541 
Schizosaccharomyces pombe 
mating-type switching, directionality of, 1221 
meiosis, rec]6 regulation, 57 
mismatch repair in, pms! gene and, 1275 
recl4 gene, 1253 
Segregation 
allozyme loci in inbred oyster families, 321 
meiotic crossing over and segregation in yeast, 69 
Selection 
genetic differentiation across four classes of gene 
marker in Pinus flexilis James, 1153 
genotype selection to rapidly breed congenic strains 
(mouse), 1061 
marker-assisted, population genetics model, 1173 
selection and frequency distributions of ‘“‘silent”’ 
polymorphisms in Drosophikla, 295 
Y chromosome vs. mitochondrial DNA coalescence 
(mouse), 1019 
Selfing 
coalescent process, 1185 
genetics of mating system divergence between Mimulus 
guttatus and M. platycalyx, QTL mapping, 1115 
sex-ratio, polymorphism for Y-linked suppressors of sex- 
ratio in Drosophila mediopunctata, 891 
Sexual differentiation 
Chlamydomonas reinhardtii, mid (minus dominance) 
gene in, 859 
in Neurospora crassa, rhamnogalacturonase and, 531 
Short interspersed repetitive elements (SINEs) 
horizontal transfer, homology between Smal and 
Smal-cor families in salmonids, 355 
interspecific and intraspecific variation of insertion of 
Smal in genomes of chum and pink salmon, 369 
Simian virus 40 (SV40) large T antigen, replication- 
dependent recombination in human fibroblasts, 
1417 
Spermatogenesis, Caenorhabditis elegans, spe-5 pheno- 
typic characterization, 567 
Spisula ovalis, survival and genotypes in, 335 


Stepwise mutation model, microsatellite polymor- 
phisms in Arabidopsis thaliana, 1441 

Survival, viability-genotype relationships in Spisula 
ovalis, 335 


T antigen, replication-dependent recombination in hu- 
man fibroblasts, 1417 
Taq polymerase (Perspectives), 1207 
Temperature, phenotypic plasticity in a latidudinal 
cline for development time and body size in Dro- 
sophila melanogaster, 881 
Tetrahymena thermophila, transformation, 135 
Thermus aquaticus, discovery of (Perspectives), 1207 
Transduction, bacteriophage P22 transduction of low- 
copy number plasmids, 447 
Transformation 
bacterial, 27 
in Tetrahymena thermophila by particle bombardment, 
135 
Transposable elements 
Acinduced homologous recombination in maize, 
1143 
effects of P element insertion on yellow gene expres- 
sion in Drosophila, 583 
P Instability Factor (PIF), insertion at r locus of maize, 
681 
retroposons, 355. See also Retroposons 
TE35B in Drosophila melanogaster, synapsis and white 
expression, 919 
Tropidophoxinellus alburnoides Complex, hybridogenetic 
reproduction in, 983 
Turnera spp., distylous, morph-specific proteins, 669 


X chromosome, reverse genetic analysis, mutations in 
X-linked genes, 245 

Xenopus laevis, E-protein gene expression, 345 

X-rays, DNA damage, Arabidopsis thaliana X-ray-hyper- 
sensitive (xrs) mutants, 401 


Y chromosome 
geographic variation and molecular divergence 
(mouse), 1019 
polymorphism for ¥-linked suppressors of sex-ratio in 
Drosophila mediopunctata, 891 
Yeast. See also Saccharomyces cerevisiae 
DNA polymerase 6 in DNA repair, 1239 
ectopic recombination in haploid yeast, 79 
meiotic crossing over and segregation, 69 
microsatellite instability, length of microsatellite and, 
769 
REC103 and meiotic recombination in, 1265 
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